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Postgraduate Internship

During the last year | have been working on the phylogeny of Phasmida. My first effort has been to
develop new universal primers and to test the phylogenetic informativeness of different molecular
markers relatively to this insect Order. During this period | have generated sequences of seven
molecular markers for more than 200 species and | have applied a species delimitation approach to the
Candovia genus. | have also been working on the mitogenomics and phylogenesis of reticulitermites.

MSc Thesis

During six months abroad, at the University of Lleida, Spain, | applied CRISPR-Cas9 in rice to create two
knockout callus lines relatively to the OsAPL3 gene, a subunit of a key enzyme in the starch pathway.
After the transformation, | screened the putative transgenic population and identified two candidate
lines, from which | cloned and characterized frequency and structure of the targeted mutation.

PhD student
University of Bologna, Bologna (Italy).

MSc in Biodiversity and Evolution - 110/ 110 cum laude
University of Bologna, Bologna (Italy).

BSc in Biotechnology - 103 /110
University of Bologna, Bologna (Italy).

Bioinformatics Methods |
Two month course taken through the on-line platform Coursera.

Integrative Taxonomy and Taxonomic Expertise: DNA Barcodes in the Genomic Era
Five day course at MNHN Muséum National d'Histoire Naturelle, Paris.

Comparative methods in evolutionary biology
Four days workshop at Stazione Anthon Dhorn, Naples.

The Unix workbench



SKILLS

linguistic skills

informatics skills

wet lab skills

PAPERS AND POSTERS

One month course taken through the on-line platform Coursera.

Italian native speaker
English Cc1
Spanish A2

Confortable using MacOSX, Windows, Linux and the Office and Adobe suites. Used to work on remote-access
servers and in command-line environements. Good knowledge of on-line databases - such as NCBI and BOLD -
and tools - such as CIPRES or Galaxy. Experience in many molecular phylogenesis tools such as Mega, Mesquite,
PartitionFinder2, JmodelTest, MAFFT, T-Coffe, RAXML, Beast, Mr Bayes, Phyutility, GBlocks, PAML, and more.
Knowledge in NGS data manipulation and tools such as SRA toolkit, fastQC, SAMtools, Bowtie, BLAST, Trinity.

CRISPR-Cas9, T7 and PCR-RE assays, PCR and electroforesis in agarose and acrillamide, degenerate primer
design, molecular cloning and competent cell preparation, DNA and RNA extraction, qRT-PCR, biolistics and

tissue culture, Sanger sequencing, HPLC, ELISA.
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