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Armenise-Harvard Integrative Nuclear Architecture Principal Investigator

Istituto Italiano di Tecnologia-IIT Center for Human Technologies (CHT)
Tower B, Erzelli Science Park

Italy
Nationality ltalian K-5489-2015
Date of birth 0000-0002-7473-6227
Researcher ID
Orcid code

EDUCATION

Sept. 2008 - Mar. 2013

Sept. 2005 - Mar. 2008

Sept. 2001 - Jul. 2005

PhD in Structural Biology

Instituteof Structural and Molecular Biology (ISMB)
University College London and Birkbeck College
Malet Street, WC1E 7HX London (United Kingdom)
MSc in Medical Biotechnology

Milano-Bicocca University, School of Medicine

Via Cadore, 48, 20052 Monza (Italy)

BSc in Biotechnology

Milano-Bicocca University, Faculty of Natural Science
Department of Biotechnology and Biosciences
Piazza della Scienza 2-4, 20126 Milano (ltaly)
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RESEARCH EXPERIENCE

Sept 2022- Istituto Italiano di Tecnologia-IIT, Genova, IT
Principal InvestigatoroftheArmenise Harvard Integrative Nuclear
Architecture
Research area: Genome Imaging and Computational Structural Biology

Oct. 2021-Aug. 2022 Centre Nacional d'Analisi Genomica - Centre de Regulacié Genomica
(CNAG-CRG), Barcelona, ES
Senior Postdoc and Principal Researcher of the Barcelona Hub of the Centre
forGenomelmaging (CGI-CEGS). Leading PI: Prof.Marc A.Marti-Renom.
Researcharea: Genome Imaging and Computational Structural Biology

Sept. 2020 - Sept. 2021 Harvard Medical School, Boston, MA,USA.
Researcherundercontractoragreement - NHSapprovedproject,withProf.
Ting Wu.
Research area: Genome Imaging

Jun. 2019 - Aug. 2019 Harvard Medical School, Boston, MA, USA.

Visiting Fellow, with Prof. Ting Wu.

Research area: Genome Imaging

Harvard Medical School, Boston, MA, USA.

Visiting Fellow, with Prof. Ting Wu.

Research area: Genome Imaging

Centre Nacional d'Analisi Genomica - Centre de Regulacié Genomica

May 2015 - Aug. 2020 (CNAG-CRG), Barcelona, ES ’
Gene Regulation, Stem Cells and Cancer Program

PostdoctoralFellow,with Prof. MarcA.Marti-Renom
Research area: Computational Structural Biology
Birkbeck College, University of London, London, UK

Researeh Assistadimpindtiohdy\8Yruttifal Biology
University College London and Birkbeck College,
University of London, London, UK

PhDcandidate, with Prof. Maya Topf andProf.Gabriel Waksman,
Instituteof Structural and Molecular Biology(ISMB)

Research area: Computational Structural Biology

Thesis: “Computational Studies of the Usher Outer-Membrane Assembly
Platform Involved in Pilus Biogenesis”

Aug. 2018

Oct. 2012 - Mar. 2015

Sept. 2009 - Sept. 2012
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Apr. 2011 - Jun. 2011  University of Groningen, Groningen, Netherlands Visiting Fellow, with Siewert
J. Marrink Research area: Computational Structural Biology “Coarse
Grained Molecular Dynamics Simulations Using the MARTINI Force Field”
University of Pretoria, Pretoria, South Africa Bioinformatics Technician, with
Prof. Fourie Joubert, Department Biochemistry Research area: Bioinformatics

Jun. 2008 - Jul. 2008  Radboud University Nijmegen Medical Centre, Nijmegen, Netherlands
MSc Student, with Prof. Gert Vriend and Prof. Marialuisa Lavitrano, Centre
for Molecular and Biomolecular Informatics (CMBI), Nijmegen Centre for
Molecular Life Sciences (NCMLS)

Research area: Bioinformatics

Jen. 2007 - Mar. 2008 Thesis: “Analysing Disease Causing Mutations with Case-Specific Force

Fields*
Feb. 2004 - Jul. 2005 Milano-Bicocca University, Milan, ltaly BSc Student, with Prof. Carlo
Ferrarese, School of Medicine Milan Research area: Neurobiology Thesis:
“Oxidative Stress and Excitotoxicity in Alzheimer’s Disease: Interaction
Among Amyloid-Beta Protein, Glutamate and Map-Kinases Activation
Pathways in Ex-Vivo Peripheral Model”

INDUSTRY CONSULTANT
Sept. 2017 Allergy Therapeutics, Broadwater, West Sussex, United Kingdom
3D protein modelling and prediction of site of modifications

SCHOLARSHIPS AND GRANT

Sept 2022 Aug. 2018 Giovanni Armenise Harvard Foundation Career Development Award (CDA)

Dic. 2017- Dic. 2019 EMBO Short-term Fellowships
Juan de la Cierva Incorporacién Postdoctoral Fellow, Spanish Ministerio de
Ciencia, Innovacion y Universidades grant number: IJCI-2015-23352. This
fellowship aims to encourage the recruitment of established researcher in
order to strengthen the skills acquired during a first stage of postdoctoral
training.

Apr. 2011 - Jun. 2011  Grant from HPC-Europa2 Transnational Access program

Sept. 2008 - Sept. Wellcome TrustFunded PhD studentships, grant number: 086711/2/08/Z

2012

Jen. 2007 - Mar. 2008 FellowshipfromEXTRAPLUSProgramfinancedby FondazioneCariplo. This
Italian fellowship aims to promoting the mobility of graduate student outside

Italy.
SUPERVISION AND MENTORING
Apr. 2023- Dic. 2023 Supervising MSccandidatelvanPiacereintheDataScienceofUniversity
ofPadova (unipdinternalsupervisorProf.FrancescoRinaldi). Co-

Apr. 2017- Dic. 2020 supervisingPhDcandidate JulenMendietaEsteban in theUPFPhD programin
biomedicine(Co-directorof  thesis:Prof. = Marc  Marti-Renom).  Co-

Oct. 2013 - Apr. 2014 supervising3rdyearBSc Biochemistry student inthe Divisionof Biosciences
UCL(Co-director ofthesis: Dr. Maya Topf).

TEACHING EXPERIENCE
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Dic. 2024 Seminar and lecture on 3D genomics at Universita di Pavia Department
of Biology and Biotechnology Molecular and digital biology MSc.
Sept. 2013 Tutor for the “fitting practical” of the EMBO practical course on image
processing for cryo-electron microscopy at ISMB, Birkbeck college
Nov. 2010 Tutor for the Homology Modelling practical of the course “Introduction to

Biiooiinnffoorrmaagtiiccse  Bloomsbury Centre  for
(Birkbeck/UCL)

Sept. 2009 - Mar. 2013 Helping as tutor in various modules of the MRes Bioinformatics with

Oct. 2007

Systems Biology at BBK College, BSc in Medical Science, and BSc in
Biological Science at UCL, UK.

Tutor of the course “Introduction to Bioinformatics” at the Centre for
Molecular and Biomolecular Informatics, CMBI. NCMLS, Radboud
University Nijmegen Medical Centre

SOFTWARE DEVELOPMENT

Design,development, andimplementation of the open source TEMPy python library
(http://tempy.ismb.lon.ac.uk). Conceptualization, design, development, and implementation of IMGR
modelling and CIMA analysis tools for spatial genomics data. Development and implementation of TADbit
(https://github.com/3DGenomes/TADbit) TADdyn (https://github.com/3DGenomes/TADdyn) and sparse-
data (https:/github.com/iosonoirene/SparseDataModelling) genome modelling software and TADpole
(https://github.com/3DGenomes/TADpole) R package.

MAJOR COLLABORATIONS

Prof. TingWu, HarvardMedicalSchool,Boston, MA,USA, Genome imaging using Sequential

super-resolution microscop IIII
Dr.GuyNir, UniversityofTexasMedicalBranch, Galveston,USA.

Combing spatial genomics
and transcriptomics in thick multi-cellular samples.

Dr.MarcoDi Stefano,Chromatinand cellbiology group, InstitutdeGénétiqueHumaine,CNRS,
Montpellier, France. Chromatin fiber models at sub-kilobase resolution.

Dr.Francesco Rinaldi,Departmentof Mathematics "Tullio Levi-Civita", UniversityofPadova,IT:
Clustering strategies for detection and decoding of oligo-based walks.

Member of the FANTOM®6 (Functional ANnoTation Of the Mammalian genome

https://fantom.gsc.riken.jp/6/ ), a worldwide collaborative project aiming at identifying all
Cfuennctteiorns aol fe Elexmceelnletns cine min aGmemnoamliaicn genomes. Member of the Center for G
Science (CEGS).

INVITED CONTRIBUTIONS TO SCIENTIFIC MEETINGS (Iast 5 years)

i ‘ s A TR %MWmSpb%panou m20v,232023

Wien, AT
28-30 Aug 2023
Invited speaker at the European Biophysical Societies' Association (EBSA), Stockholm, SE 01-
04 Aug. 2023
Invited speaker at the 4DGenomics2023, International Nucleome Consortium, Nuclear
Architecture & Function in Milan (IT) 8-11 May 2023
Invited speaker at the 125th International Titisee Conference “Genome folding physic and
function” organised by the Boehringer Ingelheim Fonds, Titiseen 19-23 Oct. 2022
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Invited poster presenter Armenise Harvard Foundation Symposium, Bologna, IT 19-22 Jun.
2022

Invited participant at the Symposium & annual mc meeting, International Nucleome
Consortium, Nuclear Architecture & Function in Toulouse 28 jun. -1 July 2022

Invited poster presenter at the Chromatin Structure and Function - Gordon Research
Conference 29 May — 3 June 2022

Invited poster presenter at the Chromatin Structure and Function (GRS) Micro to Macro
Chromatin Structure in Epigenetics and Disease 28 — 29 May 2022

Invited participant at the Higher-Order Chromatin Architecture in Time and Space -Virtual 15-
17 Nov. 2021

Seminar Speaker COST Action “International Nucleome Consortium” (INC) Academy seminar,
virtual, 16 Dic. 2021

Invited Seminar Speaker, IRCCS Ospedale Policlinico San Martino, Genoa, IT 18 Oct. 2021
Invited poster presenter NHGRI Centers for Excellence in Genomic Science (CEGS) Annual
Meeting, virtual, 13-15 Oct. 2021

Co-hosts of the virtual Multiscale Genome Organization (MGO) Subgroup meeting of the
Biophysical Society 11 Aug 2021

Participant 2020 4DN Phase Il Virtual Kickoff Meeting, virtual, 2-4 Dec. 2020

Invited participant and rapporteur LifeTime Unconference 2.0, Montpellier, FR 6-8 Nov. 2019
Invited Seminar Speaker, IIT, Genoa, IT 19 Sept. 2019

IRB Research Nodes Retreat: 3D-4D chromatin structure, Barcelona, ES 25 Feb. 2019

PROFESSIONAL ACTIVITIES
Meeting organizer:

RNA Retreat Arenzano — Arenzano, from 21.11.2023 to 22.11.2023 (scientific organizer)

Grant review panels:

AGAUR (Agencia de Gestio d'Ajuts Universitaris i de Recerca)- ICREA evaluation Pannel
member

Reviewer for: Nature Communications, Nature Genetics, Nature Methods, ELife



